Genomics solutions for
marine biology

A Freedom EVO® platform is
helping scientists at Italy3§
Stazione Zoologica Anton. &
Dohrn, oné of the world’s top
marine biology and e'cglog'y
research institutions, to'
provide a range of automated
genomics services for marine
biologists.

The Molecular Biology and Bioinformatics
Unit at theStazione Zoologica Anton Dohrn
/of Naples ige of research

routine services such as Sang
generation sequencing, real-ti
mini-preparations of plasmidic DNA.
in the marine environment brings its own
challenges, but this is also what makes it
so interesting, as the extent of biodiversity

means that there is a wide assortment

of organisms for us to work on. Marine

biologists do not use typical model organisms
—such as mice or rats — but algae or other

marine organisms, which are more difficult
to work with. For example, the marine
environment makes it difficult to access and
retrieve samples or organisms, reducing the
amount of material we have to work with.

In addition, the composition of the animal
tissues has evolved to accommodate the
salty environment — some algae, for example,
produce foam —and any residual salt from
the ocean must be removed before the DNA
or RNA can be extracted and purified.
There is also a lack of available reference
material. Nothing is standardized in such a
biodiverse environment.”

The unit has invested in a Freedom EVO 200
liquid handling platform to help with this
work, allowing it to automate protocols for
more complex and high throughput projects.
The system is equipped with dual liquid
handling arms —a MultiChannel Arm™ 384
for pipetting in 96- or 384-well formats, and

an eight-channel Liquid Handling Arm wit

four large and four low volume syringes —

as well as a gripper tool for manipulating

microplates on the workdeck. In addition,_

the system has two MIO™ incubators 2
cS™y

needs. This allows us to devel
flexible protocols.”

Dr Marco Borra, EMBRC-IT liaison officer,
added: “The Freedom EVO is very intuitive,
and it is really easy to reconfigure the
system and adjust the workdeck layout as
our needs change. The Freedom EVOware®
software is quite open and user friendly, and
is everything that we asked for. We received
excellent on-site training from Tecan and, as
we familiarized ourselves with the system,
learnt to create and optimize new protocols.
This has enabled us to develop automated
protocols for the kits we most commonly
use, even though most are intended to be
performed manually.”

“With the Freedom EVO, we can alternate
between different high throughput screening
protocols, automatically switching between
96- and 384-well formats very rapidly
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\also plan

ols for ¢ Beneration s
including library preparation and tl
steps of library enrichment. Even
we intend to run all our PCR sequen
reactions on the Freedom EVO, and-hope to
introduce cherry-picking for library screening
With so much flexibility available to us, there
are a lot of potential applications,” Marco
concluded.

To find out more about Tecan’s genomics
solutions, visit www.tecan.com/genomics

To find out more about the Molecular
Biology and Bioinformatics Unit at Stazione
Zoologica Anton Dohrn, visit www.szn.it and
www.sbmweb.it

Elio Biffali and Marco Borra from the Molecular Biology and Bioinformatics Unit
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