Complete metatranscriptomic library Key benefits of the kit
preparation solution for bacterial

1. Broad sample input range from 100 to 500 ng

populations - _ _

2. Purified RNA from a wide variety of sample
The Universal Prokaryotic RNA-Seq with types - cell lines, environmental samples and
AnyDeplete™ library preparation kit is an easy to microbiome studies

use ‘add and incubate’ system ideal for microbial
RNA sequencing studies. This strand-specific
RNA-Seq kit provides a complete solution for
library construction from pure cultures or mixed
populations of bacteria. Integrated AnyDeplete
technology enables rRNA depletion from a broad
range of prokaryotes, enhancing informative reads
and reducing sequencing cost.
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3. Customizable transcript depletion using
AnyDeplete technology maximizes usable
sequencing data

4. Compatible with samples with a wide range of
GC content
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Figure 1: Streamlined workflow for preparation of Illumina compatible libraries for microbiological RNA sequencing studies.
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Figure 2: Custom depletion of P. gingivalis rRNA. Species-specific probes
targeting rRNA were able to decrease the number of rRNA reads from
90% to 10%, significantly increasing the proportion of informative reads.

The Universal Prokaryotic RNA-Seq library preparation kit has been successfully used
for preparation of high quality whole transcriptome libraries by researchers globally, with multiple
publications in peer-reviewed journals:

1. Sequencing libraries prepared using the 3. Tecan’s Universal Prokaryotic RNA-Seq and
Universal Prokaryotic RNA-Seqg maximized Ovation Ultralow DNA-Seq library preparation
informative reads to identify bacterial kits successfully aided in a comprehensive
transcriptome signatures affected by plant analysis of the microbial population in diverse
immune activation. unexplored ecosystems.
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