DRUG DISCOVERY

Designer chemotherapy

Brain tumors are the most common cause of mortality in childhood cancer patients, and treatment
options are limited, especially for recurrent cases. Researchers at the University Hospital Düsseldorf
are using automation to develop a more personalized approach to cancer medicine, performing rapid
drug screening to identify novel therapeutic strategies to improve the chances of survival.
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The Pediatric Neuro-Oncogenomics department at the University Hospital Düsseldorf
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