COVID-19

Transferrable skills
The COVID-19 pandemic has required an unprecedented level of collaboration within the
scientific community, as labs around the world aim to characterize and understand the
SARS-CoV-2 virus in order to develop and implement new diagnostic tests, therapeutics
and vaccines. This cooperative approach has led to some unexpected partnerships,
as techniques and knowhow from across numerous disciplines are brought together
to accelerate research and testing activities. Professor Nir Friedman’s team at the
Hebrew University of Jerusalem has been at the center of one such situation, using
its knowledge of workflow automation from investigating yeast genomics to develop a
novel large-scale sequencing-based assay for the detection of SARS-CoV-2.
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*Sars-CoV2 RNA purification with
homemade SPRI beads for RT-qPCR test
www.protocols.io/view/sars-cov2-rnapurification-with-homemade-spri-beadbeswjefe

go to http://systemsbio.cs.huji.
ac.il/Friedmans_Lab/Robotic_
Facility.html
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